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The recent article on the novel H7N9 bird flu is very
interesting.1 As Tang and Chen mentioned, there are indeed
many interesting considerations involving this new emerging
infection. First, the possibility of human to human trans-
mission of this new infection should be discussed. In fact, if
human to human transmission occurs, a worldwide pandemic
could soon follow. At present, arising from an epidemiological
study, Nishiura et al. reported that it is not possible that there
will be human to human transmission that will further lead to
pandemic.2
However, as observed in the novel H7N9 structure, “several
human virus-like signatures” may certainly lead to cross spe-
cies infection of this new emerging zoonosis.3 The potential
pandemic would likely be attributed to the expansive spread-
ing of the pathogenic virus from infected avian. In addition,
the highly mutated nature of this new virus is another point
that should be promptly followed-up and investigated. The
sense mutation that leads to drug resistance was already
observed,4 which could be an origin of a serious uncontrolled
novel atypical influenza. Nevertheless, the pandemic trend is
still very low at present.5 Consequently, the medical society
still has time to make the necessary preparations to fight this
new global problem.901/$ - see front matter Copyright  2013 Elsevier Taiwan LLC and the C
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